Supplemental material
Table 1: Proportion of phenotypic variance explained by

heritability (h®r) in % including standard errors (SE) is shown.

Factor of interest h2r /SE p-value

lipoprotein (a) 74.8/6.6 < 0.0001
kringle 4 repeats 78.8/5.2 < 0.0001
cholesterol 11.8/5.8 0.017
HDL 35.1/6.7 < 0.0001
LDL 19.8/6.3 0.0005
fibrinogen 42.5/6.3 < 0.0001
factor Il 37.5/1.2 < 0.0001
factor V 12.6/6.2 0.017

factor VIIIC 49.9/8.4 < 0.0001
von Willebrand factor 44.9/7.7 < 0.0001
antithrombin 48.4/6.2 < 0.0001
protein C 18.0/6.0 0.001

protein S 54.7/5.6 < 0.0001
protein Z 67.3/6.8 < 0.0001
plasminogen 25.6/6.9 < 0.0001
TFPI 42.3/10.4 < 0.0001
D-dimer 12.1/6.2 0.019

Prothrombin fragment F1.2 2.7 0.5




